ABSTRACT
Archaeological, fossil and genetic data consistently place the earliest traces of anatomically modern 49 humans in sub-Saharan Africa [1] [2] [3] [4] [5] [6] . East Africa often features in human origins studies, because the earliest 50 modern human remains, dating to ~190 kya (kya = thousand years old/ago), originates from Ethiopia 2, 3 .
51
In southern Africa, cross-disciplinary data however converge, indicating that understanding the 52 population histories of the region can contribute to understanding the origins of our species 4, [7] [8] [9] [10] . 
62
8-10, [14] [15] [16] [17] . The deepest population split among modern humans -between Khoe-San and other groups -63 is estimated to ~160-100 kya, based on short sequence fragments 15, 16 , and genome-wide SNP data 8 .
64
Some of these patterns were used to argue for a southern African origin of humans 10 , although others 89 90
To assess population affinities among the ancient individuals and their relations to modern-day groups,
91
we merged the ancient southern African genome data with published genotype datasets from southern 92 Africa 8, 9 , Africa as a whole, and from across the globe (SI Section 6, To decipher early human history, we used several complementary approaches 15, 25, 28 , and developed a 133 novel coalescent-based approach (the various demographic events discussed are depicted in Figure 3 ).
134
We focus on the good coverage, high-quality ancient genomes, in particular the Stone Age hunter- Data Fig 2) , but it is not seen in East African groups (SI 6.5).
192
The San, often represented by Ju|'hoansi, has consistently been included in influential investigations on
193
human evolutionary history as a 'non-admixed' population 4, 6, 8, 10, 16, 22, 30 to date the deepest splits among 
Materials and methods

232
See supplementary information for full description of methods and analyses. hominin evolution in subequatorial Africa. Elife 6 (2017).
